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SUPPL. FIG1 | Data Harmonization and Model Setting Effects
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Warning message in .quality_control(object, verbose
“Factor(s) 3, 4, 6, 9, 12, 16 are strongly correlated with the total number of expressed features for at least one of your omics. Such factors appear w
hen there are differences in the total 'levels' between your samples, *sometimes* because of poor normalisation in the preprocessing steps.
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Data Harmonization Ml_v3
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Warning message in .quality_control(object, verbose = verbose):
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“Factor(s) 1, 2, 3, 11 are strongly correlated with the total number of expressed features for at least one of your omics. Such factors appear whe
n there are differences in the total ‘levels’ betueen your samples, *sometimes* because of poor normalisation in the preprocessing steps.

Warning message in .quality_control(object, verbose = verbose):

“The model contains highly correlated factors (see "plot_factor_cor(MOFAobject)’).
Ve recommend that you train the model with less factors and that you let it train for a longer time.
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